a H represents the hydrophobic group; A represents the hydrogen bond acceptor; b A higher rank score means a better-quality pharmacophore model; c Max Fit mean the number of pharmacodynamic characteristics that match the moleculars. Figure S1 . Ramachandran Plot of modeled ETAR (a) and ETBR (b). The red, dark yellow and light yellow regions represent the favored, allowed, and "generously allowed" regions, respectively. The other regions are disallowed regions.
. Generation of the pharmacophore models for dual ETA/ETB receptor antagonists.
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